ABSTRACT
INTRODUCTION
The average wound healing rate, R ഥ plate , over different spots at defined time, was computed as following:
Where N spots is the number of spots chosen for monitoring over time. The overall average wound healing 100 rate of all detected time points was calculated by the equation below:
Where R ഥ total is the final wound healing rate, and N time points is the number of time points chosen in the 103 experiment to monitor the wound closure. For single time-point analysis, the value of N time points is one.
104
Type II analysis (Regression Rate Average):
105
We plotted the wound distance (W) at a given spot as a function of time and used linear regression to 106 obtain the slope, which is the wound healing rate per spot (R ഥ spot ). Then, the plate wound healing rate was 107 computed by averaging the spot wound healing rate at all monitored spots using equation below:
Type III analysis (Average Distance Regression Rate):
110
We first averaged the wound length (ܹ) at each time point for all spots of a plate. Then, we calculated 111 the closed average wound (Δܹ ௧ തതതത ) at each time point of all spots of a plate:
Where ܹ is the original wound length at 0 hour, and ܹ ௧ is the wound length at t hour. Finally, we 113 plotted the ΔW ഥ as a function of t, and used linear regression to obtain the total wound healing rate R total . For personal use only. This Just-IN manuscript is the accepted manuscript prior to copy editing and page composition. It may differ from the final official version of record.
8 obtain the overall healing rate (Stokes, C. L. et al. 1991) . Type III analysis is the common method used 139 in scratching assay when multiple time points are used for analysis.
140
To further examine the changes of wound healing rate, we treated CHO cells with various 141 concentrations of GlcNAc. GlcNAc is well known for its structural role on the cell surface (Naseem, S. For personal use only. This Just-IN manuscript is the accepted manuscript prior to copy editing and page composition. It may differ from the final official version of record. Comparison of migration rate computed by three types of analysis in three repeated assays under condition 2, and * labels the outlier. Number of spots used (N) were 3, error bar is the standard deviation. In type III analysis, linear regression analysis r2 values for migration rates computed for GlcNAc concentration from 0 to 10 mM are all above 0.9.
